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Upon publication of this article [1], it was brought to our 
attention that Figure 3 contained the following errors:
1. The figure shows the pathway towards Naringenin 
in which a single hydroxyl group is positioned incor-
rectly in Naringenin chalcone, Naringenin and Phlo-
retin, because the bond connecting the right side ring 
system was accidentally placed towards carbon num-
ber 6 instead of carbon number 1.
The above errors do not influence the science and con-
clusions presented in the article [1].
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2. In addition, the structures of Cinnamic acid and 
maric acid are shown as their corresponding bases.
